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The Phylobioscience Oral EcologiX™ profile utilises quantitative real-time PCR (qRT-PCR) for analysis of oral microbiota. qRT-PCR results are reported as
quantification of microbial gene of interest copies in a community sample relative to endogenous gene control (i.e. gut, vaginal). qRT-PCR reactions are
performed using Taqman technology. The results show representative numbers proportional to normalised qRT-PCR value.

Pathogens (Red Complex) RESULTS: ABUNDANCE:
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Aggregatibacter actinomycetemcomitans 9.7 MODERATE
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Porphyromonas gingivalis 13.7 HIGH
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Tannerella forsythia 7.8 LOW
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Treponema denticola 2 VERY LOW

Red Complex Bacteria: The red complex bacteria are highly pathogenic bacteria implicated in a periodontitis as well as systemic disorders outside the oral
cavity. Please refer to the Phylobioscience interpretive guide for further information on these bacteria. <DL: Microorganism is not detected/below detection
limit.

Fungi RESULTS: ABUNDANCE:
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Candida albicans <DL <DL

Fungi: Commensal fungi live in symbiosis with host under normal conditions. Following dysbiosis or imbalance, overgrowth of fungi can occur causing
pathogenesis (oral candidiasis). Please refer to the Phylobioscience interpretive guide for further information on commensal fungi. <DL: Microorganism is
not detected/below detection limit.

Commensal Bacteria (Orange
Complex) RESULTS: ABUNDANCE:
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Campylobacter rectus 14.7 HIGH
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Eubacterium nodatum 1.8 VERY LOW
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Fusobacterium nucleatum 19.2 VERY HIGH



0 - 4 5 - 8 9 - 12 13 - 16 17 - 20

Lactobacillus spp. <DL <DL
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Parvimonas micra 15.7 HIGH
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Peptostreptococcus anaerobius 19.4 VERY HIGH
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Prevotella intermedia <DL <DL
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Prevotella nigrescens 5.4 LOW
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Streptococcus mutans <DL <DL

Orange Complex Bacteria: The orange complex bacteria act as a bridge species to form a link between the early colonizers and the highly pathogenic red
complex bacteria. Please refer to the Phylobioscience interpretive guide for further information on these bacteria. <DL: Microorganism is not
detected/below detection limit.

Test Information: The Oral EcologiX Kit™ measures the composition of microbiota species and host immune markers using modern and culture-in-
dependent technologies. Results of this test cannot be used for diagnosis of disease or health conditions. Detection or lack of detection of microorganism or
immune marker in this test, does not imply diagnosis of disease or clinical condition. The Oral EcologiX™ test should not replace routine examinations with
doctors and healthcare professionals.

 
: This test was developed, and its performance characteristicsDisclaimer

determined by Phylo Bioscience. This test is not intended for use by
consumers or physicians as a means to cure, treat, prevent, diagnose or
mitigate any disease or other medical condition. The information contained
in this document is in no way to be taken as prescriptive nor to replace the
physicians duty of care and personalised care practices.
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